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RAW SEQUENCE LISTTNO 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 
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TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4. 2 PROGRAM, ^CCRSfvTRf.R THR OT FHH THT^ la ^ PA TRMT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/onices/pac/checker/chkrnoteJitiii 



Applicants submilling geneiic sequence information electronically on diskette or CD-Roni should be aware Uiai Uiere is 

a possibility tliat Uie disk/CD-Rom niay have been affected by treatment given to all incoming mail. 

Please consider using allematc mctliods of submission for Uie disk/CD-Rom or replacement disk/CD-Rom 

Any reply including a sequence listing i n electronic form should NOT be sent to Uie 2023 1 zip code address for the 

United States Patent and Trademark O ffice, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<httD://www.us pto.gov/ebc/efs/downloads/doctiments.htm> . EPS Submission 

User Manual - ePAVE) 
1. U.S. Postal Sendee: Conunissionerfor Patents, P.O. Box 1450, Alexandria, VA 22313-1450 
3. Hand Carry.vFcdcrjil Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Office, 220 20*^ Street S;,' eustomer Window, Mail Slop Sequence, Crystal Plaza Two L< 

Room 1B03, Arlington, VA 22202 
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DATE: 12/28/2004 
TIME: 11:47:34 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/518,001 

Input Set : D:\Protamil 

Output Set: N:\CRF4\12282004\J518001.raw 

3 <110> APPLICANT: EBL GmbH 

5 <120> TITLE OF INVENTION: Method for the production of protamine 
7 <130> FILE REFERENCE: Protamin 
C--> 9 < 14 0> CURRENT APPLICATION NUMBER: US/10/518,001 
C--> 10 <141> CURRENT FILING DATE: 2004-12-14 
12 <160> NUMBER OF SEQ ID NOS : 36 
14 <170> SOFTWARE: Patent In Ver. 2.1 



ERRORED SEQUENCES 



D©es Not Comply 
Corr^t^^lsk|ette^^ 



42 

43 

44 

45 

46' 

47 

49 

50 

51 

53 

54 



<210> SEQ ID NO: 
<211> LENGTH: 33 
<212> TYPE: PRT 
)RGANIS] 



ncorhynchus mykiss 
iTHER INFORMATION: aa sequence derived from ORF of nucleotide 



sequence 
<400> SEQUENCE: 2 

Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

15 10 15 

Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 
20 25 30 




56 Arg 

87 <210> SEQ ID NO: 4 

88 <211> LENGTH: 33 

89 <212> TYPE 



90 <213> 




Oncorhynchus mykiss / * ✓-v \ 

91 <??3? OTHER INFORMATION: aa sequence derived from ORF of nucleotide \ SVn^^*^ ' 

92 sequence 

94 <400> SEQUENCE: 4 

95 Met Pro Arg Arg Arg Arg Ser Ser Arg Pro Pro Val Arg Arg Arg Arg 

96 1 5 10 15 

98 Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 

99 20 25 30 
101 Arg 

132 <210> SEQ ID NO: 6 i/l 

133 <211> LENGTH: 33 ^ ^Pc^*^"^-^ J^V^» ^ 

134 <212> TYPE: PRT ^ 

135 >i21^^ QRGANJSJli— ©ntSorhynchu^ mykiss 

136 ^?^3> OTHERINFORMATION : aa sequence derived from ORF of nucleotide 

137 sequence 

139 <400> SEQUENCE: 6 

140 Met Pro Arg Arg Arg Arg Ser Ser Arg Arg Pro Val Arg Arg Arg Arg 
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RAW SEQUENCE LISTING DATE: 12/28/2004 

PATENT APPLICATION: US/10/518,001 TIME: 11:47:34 - 

Input Set : D:\Protamil 

Output Set: N:\CRF4\12282004\J518001.raw 



xy oj.y «.iy AJ.y ^u-y 




141 1 5 10 15 

143 Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 

144 20 25 
146 Arg 

177 <210> SEQ ID NO: 8 

178 <211> LENGTH: 33 

179 <212> TYPE: PRT 
<213^ ORGANISM: Oncorhynchus mykiss 

23 > OTHER INFORMATION: aa sequence derived from ORF of nucleotide 
sequence 

184 <400> SEQUENCE: 8 

185 Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

186 1 5 10 15 

188 Arg Ala Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Arg Arg Arg Arg 

189 20 25 30 
191 Arg 

222 <210> SEQ ID NO: 10 

223 <211> LENGTH: 33 

224 <212> TYPE: PRT 

225 <2^>^ORGANISM: Oncorhynchus mykiss 

226 Q^ZS OTHER INFORMATION: aa sequence derived from ORF of nucleotide 

227 sequence 

229 <400> SEQUENCE: 10 

230 Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

231 1 5 10 15 

233 Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Arg Arg Arg Arg 

234 20 25 30 
236 Arg 

267 <210> SEQ ID NO: 12 

268 <211> LENGTH: 33 

269 <212> TYPE: PRT 

270 <^3> ORGANISM: Oncorhynchus keta 

271 V:^T>'^OTHER INFORMATION: aa sequence derived from ORF of nucleotide 

272 sequence 

274 <400> SEQUENCE: 12 

275 Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

276 1 5 10 15 

278 Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 

279 20 25 30 

281 Arg 

312 <210> SEQ ID NO: 14 

313 <211> LENGTH: 33 

314 <212> TYPE: PRT 

315 <y^^ORGANISM: Oncorhynchus mykiss 

316 <223> OTHER INFORMATION: nucleotide sequence derived from amino acid 

317 sequence 

319 <400> SEQUENCE: 14 

320 Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

321 15 10 15 
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RAW SEQUENCE LISTING DATE: 12/28/2004 

PATENT APPLICATION: US/10/518,001 TIME: 11:47:34 

Input Set : D:\Protamil //^ jQ-- l/Vl ^ 

Output Set: N:\CRF4\12282004\J518001.raw /) /T ' ' ^ ^ 

323 Arg Ala Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg^^ Q y — \/0 ^V-^ 

324 20 25 30 '"tS ' 

326 Arg 

354 <210> SEQ ID NO: 16 

355 <211> LENGTH: 31 

356 <212> TYPE: PRT 

357 ^13^:^ ORGANISM: Oncorhynchus mykiss 

358 rzi3> OTHER INFORMATION: nucleotide sequence derived from amino acid ^ 

359 sequence 
61 <400> SEQUENCE: 16 

362 Met Pro Arg Arg Arg Arg Ala Ser Arg Arg Val Arg Arg Arg Arg Arg 

363 1 5 10 15 

365 Pro Arg Val Ser Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg Arg 

366 20 25 30 

393 <210> SEQ ID NO: 18 

394 <211> LENGTH: 31 

395 <212> TYPE: PRT 

396 <213> ORGANISM: Oncorhynchus mykiss 

397 4^23>r OTHER INFORMATION: nucleotide sequence derived from amino acid 
3 98 sequence 

400 <400> SEQX7ENCE: 18 

401 Met Pro Arg Arg Arg Arg Ala Ser Arg Arg lie Arg Arg Arg Arg Arg 

402 1 5 10 15 

404 Pro Arg Val Ser Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg Arg 

405 20 25 30 

435 <210> SEQ ID NO: 20 

436 <211> LENGTH: 33 

437 <212> TYPE: PRT 

438 <21^^ ORGANISM: Oncorhynchus mykiss 

439 >€223> OTHER INFORMATION: nucleotide sequence derived from amino acid 

440 sequence 

442 <400> SEQUENCE: 20 

443 Met Pro Arg Arg Arg Arg Arg Ser Ser Ser Arg Pro lie Arg Arg Arg 

444 1 5 10 15 
446 Arg Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 

20 25 30 

SEQ ID NO: 22 
LENGTH: 31 
TYPE : PRT 

ORGANISM: Clupea harengus 

OTHER INFORMATION: nucleotide sequence derived from amino acid 
sequence 
SEQUENCE: 22 

Met Pro Arg Arg Arg Thr Arg Arg. Ala Ser Arg Pro Val Arg Arg Arg 

15 10 15 

Arg Pro Arg Arg Val Ser Arg Arg Arg Arg Ala Arg Arg Arg Arg 

20 25 30 

<210> SEQ ID NO: 24 
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RAW SEQUENCE LISTING DATE: 12/28/2004 

PATENT APPLICATION: US/10/518,001 TIME: 11:47:34 

Input Set : D:\Protaxail 

Output Set: N:\CRF4\12282004\J518001.raw 



,/564 



w- 



519 
520 
521 
522 
523 

> 525 
526 
527 
529 
530 
559 
560 
561 
562 
563 
564 
566 

568 
570 
571 
803 
804 
805 
806 

> 807 
807 
808 

10 
811 
812 
813 
814 
817 
818 
819 
820 
-> 821 
821 
822 
24 
825 
826 
827 
828 
829 



lupea harengus 

nucleotide sequence 



derived from amino acid 



Ala Ser Arg Pro Val Arg Arg 
10 15 
Ser Arg Arg Arg Arg Ala Arg Arg Arg Arg- 
25 30 



<211> LENGTH: 32 
<212> TYPE: PRT 

«^II^-^^^5TOER^^^J^^ : 

sequence 
<400> SEQUENCE: 24 

Met Ala Arg Arg Arg Arg Ser Arg Arg 

1 5 
Arg Arg Pro Arg Arg Val 
20 

<210> SEQ ID NO: 26 
<211> LENGTH: 32 
<212> TYPE: PRT^ 
<213> QReJ^WJSMTciupea harengus 
<2^3>^THER INFORMATION: nucleotide sequence derived from amino acid 

sequence 
<400> SEQUENCE: 26 

Met Ala Arg Arg Arg Arg Ser Ser Ser Arg Pro lie Arg Arg Arg Arg 

1 5 10 15 

Pro Arg Arg Arg Thr Thr Arg Arg Arg Arg Ala Gly Arg Arg Arg Arg 

20 25 30 

<210> SEQ ID NO: 35 
<211> LENGTH: 22 
<212> TYPE: PRT 

3> ORGANISM: Art] 



\TuON: Description of Artificial Sequence: cloning 



^<220> g 

<223> OTHER INFORMA' 

sequence for expression of Protamine 
<400> SEQUENCE: 35 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu 

15 10 
Ala Gin Pro Ala Met Ala 
20 

<210> SEQ ID NO: 36 
<211> LENGTH: 33 
<212> TYPE: PRT 

<2I1> ORGANISM: Artificial. Sequence I ^ \ C 

^<220>FEATUREjJ )^p \ ^ OL^/^-^H'^ 

<12.6> OTHER INFORMATION: Description of Artificial Sequence: cloning 

sequence for expression of Protamine 
<400> SEQUENCE: 36 

Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 

15 10 15 

Arg Pro Arg Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 
20 25 30 



Leu Ala 
15 



Arg 



^ IL o/^ ^^^^ 
^^^^^ 
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<210> 13 
<211> 102 
<212> DNA 

<213> Oncorhynchus mykiss 

<220> 
<221> CDS 
<222> (1) . . (99) 

<220> 

<223> nucleotide sequence derived from amino acid 
sequence 

<400> 13 

atg ccc aga aga cgc aga tec tec age cga cct gtc cgc agg cgc cgc 
Met Pro Arg Arg Arg Arg Ser Ser Ser Arg Pro Val Arg Arg Arg Arg 
15 10 15 

cgc qdl^ agg gtg tec cga cgt cgt cgc agg aga gga ggc cgc agg agg 
Arg Ala^^g Val Ser Arg Arg Arg Arg Arg Arg Gly Gly Arg Arg Arg 
20 25 30 




48 



96 



cgt tag 
Arg 




6r\ f^ly 



Tii3 li'pe o1 enrors shown exist throughout 
th3 Ssquence Listing. Please check su bsegugQL 
sequences for similar errors. 



VARIABLE LOCATION SUMMARY DATE: 12/28/2004 

PATENT APPLICATION: US/10/518,001 TIME: 11:47:35 



Input Set : D:\Protainil 

Output Set: N:\CRF4\12282004\J518001.raw 



Use of n's or Xaa's(NEW RULES) 

Use o£ n's and/or Xaa's have been detected in the Sequence Listing « 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present > 
in <220 > to <223 > se ction, pl ease explain location of n or Xaa, and which 
residue n or Xaa represents , ^ 

Seq#:1 3; N Pos . 54 

Seq#:15; N Pos. 21,30 

g eqtTlV ; N'Pos, 21,30 

S eq#;21 ; N Pos. 27 

Seq#:23 ; N Pes. 30 

' S eq# : 27 ; N Pes. 30 

ge gjf : 28 : N Pos . 9,12,18,42,57,78,81,93,96 

g^qSI^J; Xaa Pos. 1,2,6,7,8,9,10,11,12,13,14,19,20,22,23,24,25,29,30,31,32 

SaoMj^: Xaa Pos. 36 
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VERIFICATION SUMMARY DATE: 12/28/2004 

PATENT APPLICATION: US/10/518,001 TIME: 11:47:35 



Input Set : D:\Protaiail 

Output Set: N: \CRF4\12282004\J518001, raw 

L:9 M:270 C: Current Application Number differs, Replaced Application Number 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:49 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:2 
L:94 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:4 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:6 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:8 
Mandatory Header Field missing, .<220> Tag not found for SEQ ID#:10 
Mandatory Header Field missing, <220> Tag not found for SEQ ID# : 12 
(46) "n" or "Xaa" used, for SEQ ID#:13 after pos.:48 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:14 
(46) "n" or "Xaa" used, for SEQ ID#:15 after pos . : 0 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:16 
(46) "n" or "Xaa" used, for SEQ ID#:17 after pos . : 0 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:18 
Mandatory Header Field misising, <220> Tag not found for SEQ ID#:20 
(46) "n" or "Xaa" used, for SEQ ID#:21 after pos . : 0 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:22 
(46) "n" or "Xaa" used, for SEQ ID#:23 after pos.:0 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:24 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:26 
Mandatory Feature missing, <221> Tag not found for SEQ ID#:27 
Mandatory Feature missing, <222> Tag not found for SEQ ID#:27 

(46) "n" or "Xaa" used, for SEQ ID#:27 after pos.:0 ^ 

Mandatory Feature missing, <221> Tag not found for SEQ ID#:28 
Mandatory Feature missing, <222> Tag not found for SEQ ID#:28 
(46) "n" or "Xaa" used, for SEQ ID#:28 after pos.:0 
in SeqNo=2 8 

Mandatory Feature missing, <221> Tag not found for SEQ ID#:33 
Mandatory Feature missing, <222> Tag not found for SEQ ID#:33 
(46) "n" or "Xaa" used, for SEQ ID#:33 after pos.:0 
in SeqNo=33 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:35 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:35 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:36 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:36 



L: 


139 


M:200 


E: 


L: 


184 


M:200 


E: 


L: 


229 


M:200 


E: 


L: 


274 


M:200 


E: 


L: 


304 


M:341 


W: 


L: 


319 


M:200 


E: 


L: 


345 


M:341 


W: 


L: 


361 


M:200 


E: 


L: 


384 


M:341 


W: 


L: 


400 


M:200 


E: 


L: 


442 


M:200 


E: 


L : 


468 


M:341 


W: 


L : 


484 


M:200 


E: 


L: 


507 


M:341 


W: 


L : 


525 


M:200 


E: 


L: 


566 


M:200 


E: 


L: 


584 


M:258 


W: 


L: 


584 


M:258 


W: 


L: 


584 


M:341 


W: 


L: 


597 


M:258 


W: 


L: 


597 


M:258 


W: 


L: 


597 


M:341 


W: 


M: 


341 


Repeated 


L: 


729 


M:258 


W: 


L: 


729 


M:258 


W: 


L: 


729 


M:341 


W: 


M: 


341 


Repeated 


L: 


807 


M:258 


W: 


L: 


810 


M:200 


E: 


L: 


821 


M:258 


W: 


L: 


824 


M:200 


E: 
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This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 



Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SffiES 



LjT FADED TEXT OR DRAWING 
C/bLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 



tJ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 
□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



BEST AVAILABLE IMAGES 





JNES OR MARKS ON ORIGINAL DOCUMENT 



